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Summary : Surface-spread polytene (SSP) chromosomes of salivary glands from late
third-instar larvae were used for the construction of an electron microscopic (EM) photo
map of the entire genome of D. melanogaster Oregon Q:=. The SSP chromosomes were
spread by surface tension, according to the method of the Kalisch group, show more
additional bands and interbands than the squashed chromosomes. Recent advances in the
molecular mapping of Drosophila DNA have raised the necessity for the fine chromosome
map. In this investigation we drew the computerized SSP EM map by using our original
computer program, and localized DNasel-gold binding sites on SSP 3L chromosome. The
subdivision 68C and 71C, including glue protein genes, were markedly bound with DNasel-
gold, and the most of DNasel-gold were found peculiarly to the approximately 30 nm
chromatin fiber. This suggested that the DNasel-gold binding fibers retain the loosened
solenoid structure, which is different three-dimensionally from the conventional solenoid

type.
Index Terms
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Explanation of figures

Fig. 2. Transmission electron microscopic (TEM) map and computerized map of salivary
gland chromosome in D. melanogaster Oregon Q,. TEM image of all 3L chromosome are
prepared by surface-spread polytene (SSP) method. The glue protein genes (¥) and
heat shock protein genes (V) localized in 3L chromosome are indicated. (X2300)

Fig. 3. TEM image of the division 68 sequence labeled with DNasel-gold. The two labeled

bands involved in the region are indicated by arrow marks.

Fig. 4. Same experiment as in Fig. 5, and labeling site is fully magnified. Band (B) and

interband (IB) region are easily distinguished.

Fig. 5. TEM image of the division 71 sequence labeled with DNasel-gold. The arrow indicated
laabeling band.
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